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Table S1. Bacterial species used in this study with amplicon 
deposition number obtained from NCBI GeneBank.

Bacterial 
species

Algoriphagus 
marisflavis 
KEM-10

Sphingopyxis 
italica 
SCI3E-571

Nocardioides 
humi 
DCY24

Bacillus 
velezensis

Bacillus 
subtilis 
MU Prep Lab

Bacillus 
velezensis 
QST 713

NCBI 
GeneBank 
number MT156333 MT156334 MT156335

 

MT156336 N/a
Serenade® - 
Bayer



Figure S1. 16S rRNA 
gene analysis. 



Figure S2. Specific 
protein analysis- 
gyrB gene analysis. 



Figure S3a. Zone of inhibition test on NA plates
104 T. aggressivum conidia per plate vs 10 μl of 
bacterial overnight culture incubated on 30°C.
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Figure S3b. Zone of inhibition test on YMEA and NA plates 104 T. aggressivum conidia per plate vs 10 
μl of bacterial overnight culture incubated on 25°C.
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Species YMEA media 
zone (area) of 
inhibition

B. velezensis 
QST713 

309 ± 46 mm2

B. velezensis 196.6 ± 19.5 
mm2

B. subtilis 0 ± 0 mm2



Figure S4. The effect of 25%v/v bacterial 
supernatants on T. aggressivum growth 
was assessed. B. subtilis R8.3 
supernatant was found to inhibit growth of 
T. aggressivum by 37% and that was the 
maximum effect compared to other 
bacterial supernatants. 



Figure S5. PCA analysis. □ - Control group and ∆ - T. aggresivum + B. velezensis SN group.



Figure S6. Protein 
abundance similarities of 
two sample group (T. 
aggressivum control and T. 
aggressivum treated with 
B. velezensis SN) based 
on hierarchical clustering.
 



Figure S7. 

a)
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Figure S8. PCA analysis. □ - Control group and ∆ - A. bisporus + B. velezensis SN group.
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